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334386 QlAseq FastSelect -rRNA HMR Kit (24) +34,000 93,800
335376 QlAseq FastSelect -rRNA /Globin Kit (24) 220,000 154,000
331502 QlAseq miRNA Library Kit (12) +53,000 107,100
331592 QlAseq miRNA NGS 12 Index IL (12) 69,000 48,300
333088 QlAseq UPX 3 ¢ Transcriptome Kit (96) 367,600 214,900
333074 QlAseq UPX 3 “ Trans. 12-Index (48) +H6;600 77,000
180743 QlAseq Stranded Total RNA Lib Kit (24) +62,600 113,400
180773 QlAseq Stranded mRNA Select Kit (24) 176,000 119,000
180450 QlAseq Stranded RNA Lib Kit UDI (24) +62,600 113,400
180440 QlAseq Stranded mRNA Library Kit UDI (24) 176,600 119,000
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